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Supplementary Figure S1. Post-fusion F protein is identifiable in negative-stain electron 

tomograms. In top down views, density features consistent with post-fusion F are sometimes observed  

(1ZTM.pdb). These exhibit an electron dense stalk close to the membrane and a triangular head with ~7 

nm edges and a stain penetrable center. Scale bar 10 nm. (A) 4 nm thick slices through the HPIV3 

postfusion F crystal structure (1ZTM.pdb), (B) 4.4 nm slices through reconstructed negative stain 

tomographic density showing a cluster of post-fusion F trimers, (C) For reference HN tetramers in the 




